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Anti- Cancer Cachexia of Shenfu Injection by Gene Chip Study
YANG Yufer, WU Yu, WU Dong-hua
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Abstract: Purpose: To explore the mechanism of Shenfu Injection in treating cancer cachexia (C. C. ) Method: mRNA
was extracted from the blood cells and tumor tissue of T739 animal model of C. C. , hybridizated respectively on 20S gene
chip. Analysis on differential expression genes was carried out. Result: 56 differential expression genes were obtained from
each chip of blood cell and tumor tissue, 57. 1% and 55.4% of which belongs to mouse musculus ¢DNA library. 9 cross-
genes were obtained from each chip of blood cell and tumor tissue, showing the same tendency of up-regulation or down-
regulation. 4 of them belongs to mouse musculus ¢cDNA library. Disscussion: 1. The result suggests The gene segment of
mouse musulus ¢cDNA library might cause over- consumption of muscular tissue and results in C. C.; 2. Previous studies
confirmed that inflammatory cytokines, such as Il-1 and I1-6 are closely related to C. C. Gene expression of ADAMTS-1 is
correlated with inflammatorv proceeding. The result showed that ADAMTS-1 of cross-genes showed a tendency of up-regu-
lation, which is worth further studying; 3.The gene SCD2 showed a tendency of up-regulation. It was inferred that its ex-
pression was correlated with metabolism and function of adipose tissue, which further affected malnutrition in C. C. stage;
4. Described as progesterone receptor-associated immunophilin, FKBP51 displays interactions with progesterone receptor.
The gene showed the same tendency as the gene chip study of medroxyprogesterone anti-C. C. at the same stage. As me-
droxyprogesterone was a confirmed effective drug for C. C., FKBP51 was deduced to have the same function as me-
droxyprogesterone. 5. PT'A is the member of thymosin family and has immune regulatory effect. The gene expression
showed a tendency of up-regulation after Shenfu Injection treatment. Shenfu Injection was thought to stimulate T cell im-
munity and further improve symptoms through elevating immune ability.

Key words: Shenfu Injection; cancer cachexia; genomics

ARG R IR IR R RE U IEME e R I RIS B B8O, 45 G AU E B as T B WA
PUA LB DIfE JESRHUARARR AR T ) PGy P Ui e g i 2 A R0 %, A7) 1 2R 5K
HERERT T B 2 BRI S ISR (SE) I PRI 2 B F e Bl A AL

WA H 39: 2003-04- 10

.22.



10 5255 2 3] o S 5 7 ) 2 2 Vol. 10, No. 2
2004 4F 4 H Chinese Journal of Experimental Traditional Medical Formulae Apr. , 2004
1 el ) 5E B5 #E A: Ratio > 2 5K Ratio < 0.5 ( Ratio =
1.1 ¥ Cy5/ Cy3) .
L1.1 Witk 1739 R MEMESS P, (R 18 3 &R

120, ph v ] s 2% R 27 Bt iR 0F 90 T B AL L o Ak
LA795 (/)N B i g , e o [ B 55 2 e Jof 9eg 0T 9
Pt .
1.1.2  25%)  ZBES(SEF) Ak =Ll A7
PR > ) 4, 77-5399- )11 1 24 k- (1998) ZF 013619
5, LR 71.97307760.3 .
2 HiE
2.1 s s sh Wik A T739 N R,
52, 40 B AR 20 HU L TR R BRI /S B IR
S LAT95, FHAb st B B2 R Bt g B 4k .
oA A N BB R 10d 15T 8 5 IR AE 9 B 4
20 A RS AN B RV, T A B R KRS R VR R B 6 %
10°/ml JEE 40 S5 . B 0. Iml 20 W BV, i T/08 B
IZERE IS . P es 4d BEMLIY 4 2 41 . A 4L Bepl
55 4d TPUR RIS ST, 25me/ ke A H . —H 1k, 3EH]
14 k. B 4. 6 2 DRI A 2R AR K I I e 5 . %
TG 4d, Beh A7 K o 2575, I IR 46 1 s R
AR, 2 8d, 29 8mm K/, 5 14d HEA IR TUIRAS .
55 20d, A% B, BURALZR Je4x i .
2.2 HEPRSLR
2.2.1 BWEMHI A% R RNAY L Ol
gotex mRNA Midi kit (Quagen 7~ #]) 4lift mRNA . fF—
P EREFHL 4Me mRNA, 2l Schena J7 92300 i & A5 icd
cDNA #REFIFglifh . 76— 8 b B N 98 bRl
dUTP, H| Cy3-dUTP #5ic %f #8241 2H 23 ) mRNA, H
Cy5-dUTP Fxic S b JH 22 2H ¥ mRNA .
2.2.2 BHAAE DNA A IE A F R AL . B
EFUSMARAE 201 15 X SSC+ 0.2% SDS A48 Wi . HE A
O RIS AZREL 73 ) BT 95 C/RI AR Smin, 37
RIUKERE INAE LIRS A b, se B A, B T e
W 60 'C- 2478 15~ 17h . 2R J5 48 JF 56 3% Fv, H SSC il
SDS VLSS 10min, % T .
2.2.3 K508 H ScanArray 3000 474 104
O, JRBGE R RIE M FOCE SRR L . H
TG & B Z IR IE R6E Cy3 F Cy5 1Y IR UG e U
ST AT AME E . H ImaGene3. 0 #4453 H1 Cy3 Al
Cy5 PIRh G E 5 oA LL AR .
2.2.4 HAEAEEE DL 40 NEFIEERE S O RUG
B BEAT AR UEAL AL B, SR Cy3 AT Cy5 15 5 9m g1
/NT 400 IR RA E s o DR I 2 e A )

3.1 0 RNA il g o) e 4 i 4n i R 9 41 2R
D260/ 280 12731k 2. 139 Al 2. 101, St 2 1. 44 ffd F1
JAZLZ I D260/ 280 {H 43 ik 2.084 F 2.094, HLk
g U S A = 240 1) RNA

3.2 HEPHRIAZERIE MRS ks
Rl 2540 040 i 1 22 S 3k i JE L, R I 2 B A5 0
WA 2= e RN FE AT 56 4%, 32 4 Bnfs 5 F i
(Ratio< 0.5), 7 3Rik 2 3L R EL1) 57. 1%, 24 4%
155 Ff(Ratio> 2), v 42.9% ; I8 20 2005 F ) 22 5+
FIRFEDRAT 56 4%, 27 4455 N, o Rk 22 s A
S 48.2% , 29 5555 LA, M 51.8% . 7 9 &
FEDRE PR T o 22 3Rk .

3.3 EPRRAIEEIR

3.3.1 M4 o RS R e g B R 56
7R Cy3 Fll CyS 9 R B 75 X Rl B 26 vl 1)
A I, B 97.2% B BE (400 {55 & T AR
0.5~ 2 A% DX 8] A, 1M 2D 5 1R B 68, b [ (2. 73% ) {198
HEZIREAF 5 227 KT 2 58/ T 0.5 f% .
S T

sooooé
40000%
30000 B ""%T;; N
20000%

100004

3

5000 10000 20000 30000 40000 50000

E1

3.3.2 RALER il s e 97.2% v
WE( L0 e ) 55 2257 4E 0.5~ 2 £ X TR] Py, i 2> ot
(RIB 6 ve B ( 2. 73% ) AERE 2 20 IR AR 5 22 5 K
T 2458 T 0.5 4% . WHslE 2.

FEIT B TR B2 ) v e b, A 8 A st v b
FEAH IR e BE

0230



510 56 2 1
2004 4F 4 H

Chinese Journal of Experimental Traditional Medical Formulae

Vol. 10, No. 2
Apr. , 2004

50000
40000
30000 Coraat

20000 en

10000 & 4

5000 15000 25000 35000 45000 55000

2

3.3.3 gl Wr EHEME RS T B b
RIL, 040 B R BT A3 56 4k 22 S R IR LA
57. 1% 3 7N LWL ¢DNA SCFE (eDNA library) 1 3%
DA, LA 42.9% v, A0 45 /b & e AH G 55 DA (NML -
008520) .55 & 2 A W A7 O 1) B 1 2% DX (M 26270,
M80251) LA M 55 4 5 AH OC I KL AT (X56135, X04653)
Ratio< 0.2 & 1 4% AV259297; Ratio> 4 # 1 %%
M26270 . S 230 7 T 43 56 4% 2 e K IA L A vh,
55. 4% s/ BRUUL cDNA SCEE R DR, HEAR 4. 6% 4
TR 22 58 R WO 25 (D00725) 4 i g 31t R 25 (MHCG- |

BB B AE D) AE b g AH OC AR DR R B 4R R A
(ABO013097) X if AH OC 2 X (M27796, M26270, NM —
007482, NM —007840) J f 35 #H G HE R (X56135) . Rar
tio< 0.3 % 2 4%: X58077, M75721; Ratio> 5 # 1 4
X56135 . 2 KO R RIAEAE I 9 2% 25 S AL BE N 1Y)
EAHFZRIA S, WU s N, b 4 02D
VL eDNA SCEHEERI (K 1)

z1
F 5  Genbank — %5 98 ratio { I ratio {fi ik
AT A %
1 AB001735 2.243 2.265 )
4 i i (1T
2 Al314618 2.036 2. 065 /NELIL ¢DNA 3%
3 AI875540 2.854 2.301 /NELIL ¢DNA 3%
4 M26270 2.059 4.514  BEHRWEILANES A A
5 M27608 0. 494 0.498 FEWIRE 1
6  NM_007482  2.170 2.149 /N RURE A R 1, mRNA
7 U36220 0. 406 0.498 FK506 4545 511 51
8 W14314 2.095 3. 050 /NEUL cDNA SCFE
9 X56135 5.181 2.424 I a
4 1Hig

i RS HEON D RE L D 4 S A, SR A
(microarray) 4 PR 2 IF ST K AR B o BB 01t 1 45
e N4 o

ARTBr, RENS i e iy a0 8 5k DR 3R TA V- 47 0 By ) 2L
T SRR BAE I T RN 2 810 23T 240
SRR 75 30, o 2 BT IR 45 mT BEAE D REYE
FEDR A S MR AR AN XA R AN SR IR, D ESE A
AR TR BRI — DI . A5
ARV s A, AGH NS AN B —FE A, i K
L DAL AR CARAIOR SRR D], RO v 1R I
AgE R A iR T SV L BT E a5 R
AP FE AN L 1 2 ek, b 2 Hot /UL DNA
SCIE R DR B, FLAR B MR AH S L R, AR AH
IRFER N G 73 AH O TR R o S8 ot F AL 13 e AN W 4,
(ERE= 31Dk IR PE NS c Ny /N =g 1 K -4 R DK AW )
S W e IR SR R AN BERL LA AT G .
ARSI KT Yy JYT S [A) 45 31 1) 75 7 3k Jk DA o
80% SN cDNA SCHEHH RYFEIN F B, 9T WL eDNA 3L
JE SRR I SR TE AN 2, ANRE 1 AL 75 B 80 it
KA RS . YR EYE BT iER R R,
JU A AR MM AL cDNA SCFE i 35 D8] 3k AT
i

4.1 ABO001735( A disintegrin and metalloprotease with
thrombospondin motifs) A7 T2 3L 7 L& % 4
JRAE M LD g A PR 2 1 ADAM B PR 5K
BT ADAMTS-1 LA i 9 AN 4h 1 4 i, 7 A6 T
9.2kb IXIRZ A . X 9 MM TH, 5 1 5 6 ol
Znfs ADAMTS-1 2 11 B A £ X0 B 3R X 3
AT T B, $R7RIX 3 AN W1l BE R T)
AEX 3 . ADAMTS-1 52 FH O TR0 T 204 05 7 2 i 1)
SR, B RORE I BEREAOC . IR AL S A
I PR 005 i) Bl G 18 7 UL A0 I 3 2 9 4 2 b
S R, Ratio {H53 A& 2. 243 A1 2.265 . SRR
TG LR -1 -6 25 A PEDR 1 5 S
/IR -1 1-6 7P T, H T AL 2 £ AD-
AMTS- 1 55 41 A7~ ) 50 &R, AH X A8 R 7780 oo
P 215 55 ADAMTS- 1 5162 AH [R] 5l AH S i 2B 4K S Y
PG SR pti s 2

4.2 M26270( Stearoyl- coenzyme A desaturase 2, SCD2)
BT ARGl A iUl /I BUAY 3T3-L1 il s 44
L L i ST Vg R A I R ) 22 S 2RO
JEB™ : SCD1 . 28l 0 4RI A AH DG HE R EAT DNA E)
M5 M, AE 3T3L1 A 0 48 M b & I T 4 5 SCD2
FISC T DNA . SCD2 F: A2 15000 4> FE X, 1 6
MNET S ADNE TARR, W& 71940 T I IER
15 SCD1 AHZE . Ry Bl AR 25 AN TR I R 1) ) 2



510 556 2 1
2004 4E 4 H

Hh [ S 56 )

Chinese Journal of Experimental Traditional Medical Formulae

A T

TR Vol. 10, No. 2

Apr. , 2004

BN ), RO SCD2 fEMG 2043 b s /K TR I8, 1E
AR AN IR, TAE B HE IR 2H 2R R i 2H 23 g 26
iLTHE . SCD2 JHB T & & GC 741, 1% 15 1% B s A
TGS RUAEARL, AR R I R R TR 2R A
DA . SCD R ZGA 51 k2 7 A0 FT A 2y
S P AR U A 4 T B DR R IR AL T — AN I F AR
R AEAE S, I A0 AR AL A B T
SCD2 BEPRI K B ity 28 3, i 5 i 58 DRt /N Bl ) i
I W7 A2 43 B T, S I ZER LA IR AN R A
JULIAI i 7 AL D B 3, ) AR R 0 &5 TR 1) 1o i 4
AT e 1. A% TR DR I 26 A 0 4 2 I 05 AL 2R A
D Re L FMAE H, 7R FOIRES T, B KF 1 1
AR DA 35 AL, 2 B S A ) P 50 T X R
L, AT bR, R O R R IR 2. i AR A
(R IA 5 MR A 52 1 AH DG, T g 7K P A G 7 20 it
THORE S IO, I A T B SR AN R 1 2 [
SR AT L 5 ) G RE R 1 A R, BUSE N AR A 2
SEARPRAREN L AP . R BARPLURM A T, H
CHE 7R T 2 B S 5 00 B B 7 A 1
4.3 U36220 ( FK506 binding protein 5, 51 kDa,
FKBP51) FK506 5458 51 AU <DNA J7 41 v [
TCRAEAEAR I I A0 A e N AT 8 = ) I 3Rk,
e8I LR 741 5 N FKBPS1 45 90% [ +H 1Bl
P, FKBP52 5 AA7 55% IAHARME . N1 FKBPS1 7L
IRZ M LUhH AT 3k, 5 FKBPS2 AL, 1F R #uK o
BT 90( Hsp90) £ 45 £ 11 1 48 ik Sy 272 I 52 A4 AH O
SR BT . & 5 Hsp90 Al p23 — i, #B S Th fg
A [ i 52 AR 52 5 . FKBPS1 5 FKBPS2 % H
T2 52 A4 6] 5 1S AH B AE L, I HLEE Hsp90 52 44 1]
(PUAH B A FH B LGP o ARTTAE — AN 2lRE R R, FK-
BP51 55 FKBPS2 St 5 Hep90 454517 . ARS8
gE B ORAE 2 ki A TSI N ) B R R A,
A IR WHEAT (0 DG R 282 0 R 2 0 DAL 5y 52
R R I, W W67 G, %R RR R
Ratio fH 4 0.489, S5 AW I 45 B34, A& — 1
FE FYGUF T FKBPS1 5 242l 2 Ak 2 M o & . T
PP 2 2 R A A W 0 AT R 2yt
JIT CAHEN FKBPS 1 75 W 1 203 3 2B % e 5 1 A3
SRR, AR FAE - PR ANE] T

4.4 X56135( prothymosin alpha, PTA) Hi Ji JIf % a
FLAA BB T 91 5 NRIK B R 0 L s B ) ) — Pk, R
ST WA I IS e T A 8] R A R

ANTR], T G5 R ) 2 S e AR LA S s R T
1 AR TR A ™ L SCERARIE #E -myce «oneu F v-ras
LR BUFL R v B R T 7K P ) PTA, PTA 7EA
LIRS v S N I S 27 N R (SRR )
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